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5′-end

RPL4  CAGAGTAATTCCAGGGATGTT // TCCTCATTATAGATGATGCACGGGCCC // TTGA

LOC158345  ··········G·········· // ··························· // ····

asLZK ····················· // ····················TA····· // ·C··

22q13  ····A······T···A····· // ··T······G···C·········T··· // ··TG

LOC391135  ····················· // ··················T·······T // ····

LOC646688  ····················· // ··························· // ····

14q11.2  ··T·················· // ·········C·········G-·C···· // ·C··

2q33.1  ······C·C············ // ·········C··GCA········TAT· // ····

3′-end

RPL4  CTACCAAAGGAAGTTCAGGAAC // ATACGATGACCTTTAGACATG

LOC158345  ······················ // ·····················

asLZK AA···················· // ·····················

22q13  ·C·······AA··········· // ···T········G········

LOC391135  ······················ // ····T·············T··

LOC646688  ··········A··········· // ···T·····T···········

14q11.2  ····················G· // ···········C·······G·

2q33.1  ·C···G················ // ····A················

Fig.2 
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1                           polyA signal                       1431

│ ││││││ │
CTTTTCCT-------//------TTTTGAATAAAGACCTGATTATACAGGCAGTGAGAAACATG(A)

nmRNA

RPL4

tgaaaagac CTTTTCCT---//---CAGGCAGTGAG(A)
26

tatcagaagaacatg aagaacata

aaacccaaaacagatgaaaagac tatcagtgttttgattatttccaagttctaagaacata

Genomic site of ψRPL4 insertion

asLZK locus
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